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instrument setup for the wavelength(s) of interest for vour assay. You may also modify Ohemnp]netomdndeaddmomlshndmﬂs,
‘unkmowns, and control:. To make modifications, click the plate section to malke it active.

READER SUITABILITY:

SpectraMax M2, M2e, M3, M4, M5, and Mie.

5 Max Plus 334, 190, 180, 340PC 384 and VersaMlax
Emax and Vmax

PROTOCOL REVISION HISTORY:
03/02/11 - Imported from 3.4 and edited. (ELM)
10711711 - Updated with the addrtional instruments supported i SMP 6.1
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2528
2.0e8
s
2
=
=
) 1528
=
1.0e8
5.0e7
0.0¢0 7
Cone
® s | Conc ) Weighting: Fixed
Curve Fit Results &
Curve Fit: Linear ) = A + Bx
Parameter  Estimated Value Std. Error Confidence Interval
Sud A 745046 355046 [-1.66e+7, 1.69e+6]
R2=0.997
B 14746 330e+4 [1.38246, 1.55e+6]

RS BIRE

SRR
PR I 2 BB E AT LULE “Settings” e, 41 BT~

4 [\ BasicEndpoint

Setings Information
[, intro Endpoint
Platel
4 I Expr1 4 Absorbance
Lmi 405
[} standards 4 More Settings
[11] unknowns Shake OF
[[1] unk_pitution Calibrate On
[fi] contral Carri Hormal
[ ] standardcurve Column Priority

T @ m Mmoo 0 oW B

| Reduction Settings
Optical Dansity
Wavelength Combination : ILm1

Molecular Devices

-18-



Molecular Devices 400-820-3586

"EL Setti ngs
— — e - —
Read Mode e I | ‘_’ '\’:’
= & =5 B © v
ABS FL LUm TRF FP
el O Q @
22 &
3 ) o
Endpoint Kinetic Spectrum Well S5can Fiex
Category Settings Information
Wavelengths | Wavelength Settings Endpoint
Plate Type 4 Absorbance
Read A Lmi 428
i Number of Wavelengths |1 - 4 Plate Type
PathChecy e 25 Well Standard cirbtm
Shake Lml 426 . i 4 Rezd Arsa
Speed Read Entire Plate

Maore Settings

Compound Transfer before Read

4 More Settings
Shake Off
Calibrate On

Columin Priority
No Fluidic

You can specify to up to six different wavelengths. Type the wavelengths in
the fields.

More Information

[ ox

JOLREZ(FL). AL

|| Cancel |

WA A, AR (Read Modes) Al ELEELIIL(ABS).
KIGLUM), BFE33E58% (TRE), 4wk (FP) W1 FEIFUR:

Read Mode |’| E"EIJ | |3ifﬂ | |m|

ABS FL LUM TRF FP

MR A ST I A R A AR X (Reader Type), BIELFGEZ 7% (Endpoint). B74
(Kinetic). fLIEF##(Well Scan). JGif4#i(Spectrum). Flex #ix{ (Flex):

Read Type | |
©
Flex

Endpoint Nell Scan

|,_a

ik

Kinetic Spectrum

Molecular Devices
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DEVICES

FEVLR 45 B 00 AR E S

o

S AR, 37 7E B I ] R R T
P SR, BT B i N BB 2R O L5
o |
BRI, Y S TR N KA R
9

P Mg ST, LR 7 G EE R EL T (R
"o R ox MR, B LR RE SRR SRR, S b A
Forll 5

R FH P e 75 ZE3RAS ) 435 SRE 3 30 (VA 0 SR (R A A X i3 A QA B S ¥ ), 4R
Ja WAL BN T B A2 R, ACEAE N AR Sbs s r Tt AR A A (N T A )
RS NI B B AT BEE - 2R OE S8 UE 12 A A T A 1 OK, Ui R 75 ZEHUH 4% Cancel.

|
:E% Settings M
—— — — -
ReadMode | B | \ xta L I
G B T T < B ")
ABS FL LUmM TRF FR
= o &) P
Endpaint Kinetic Spectrum Well Scan Flex
Category Settings Information
Wavelengths Wavelength Settings Endpaint
Plate Type 4 Absorbance

Lmi 426

Read Area
Mumber of Wavelengths |1 - 4 Plate Typs
| PathCheck Fr—

96 Well Standard cirbtm

Shake lml 426 . - 4 Read Arza
Speed Read Emtirz Plate
More Settings 4 More 3ettings
Compound Transfer before Read iz:';:iffon

Column Priority
No Fluidic

‘Yfou can specify to up to six different wavelengths. Type the wavelangths in
the fields.

Meore Information

ok || canca |

Molecular Devices
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-—
\
/]
b
<
,
B
[
e
=

1) Read Mode

Al % Fluorescence(%% Y 5% &), Absorbance(J: M Y% ), Luminescence(ft %% & ), Time
Resolved(F [8] 73#f7¢ %) 8L Fluorescence Polarization(%¢ Y ki) 2 Fhit iz, Wit 2
5 AL 2 RO IN, WTAE ‘PMT and Optics” ##% ‘Read From Bottom’ K &€ Top read (15
B, & TSRS A AR 38 /2 Bottom Read (IR AR L), & H T BE 4
HLF R, R B s

Category

Wavslengths PMT and Optics Settings

Plate Type PMT Gain |Automatic
Read Area
3 Flashesperread &
PMT and Opfics
Shake Read From Bamam [ .

Mare Settings

Compound Transfer before Read

2) Wavelengths

Mumber of Wavelengths | mi
Lmi |405 . nm

A DL FRAGI LR, R 208 6 Fhicimlig, HAhioy 4 Fkmrik.
a) AT IR, FTRAZE Lm0 s SENAG I AT FH A
b) X TUVOCIHEE, WE S HRICM IR, ATUE 2 MHET 2 AE R B
KRG BK . Hordr Auto Cutoff fREFAJIRZS, 41 F EFR:

Molecular Devices
221 -
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Category Settings Information
Wavelengths | wavelength Settings Endpaint
Plate Type 4 Fluorescence
= Ex, Auto Cutoff, Em
Number of wavelength pairs - ¥ r
Read Area - mi 485,515,525
PMT 2nd Optics & PVT and Oprics
Shake Excitation Emission
Mare Settings
Compound Transfer before Read S : ’ - AR
[EIEL--R P |51 - | 25 [ om 4 Flats Typs
- T 95 Well Standard clrbtm
4 Read Arza
Entire Plate
A More attings
Shake Off
Caliprate On
Column Priarity
No Fluidic
Type wavelength values in the field(s). Auto Cutoff sets cutoffs based on the
emission wavelength chosen for reading.
Meore Information

) X TFAEEAICH, — AN . 2 R A AN 1E — A0 22 RO IR I AT SN A
LRI, N B s

Categary Semings Information
Wavelengins Wavelengih Setings Endpaing
Plate Type Number of Wavelengths | 4 Lumirgscence
Lml 578
Read Area

PMT and Oorics ;rr:/' e = =
Shake <ol
More Settings i:ﬁﬁﬁﬂ

Compound Transfer before Read

4 PRET and Optics
Inpagrasion 500
Read From Top

4 Flate Trae
56 Wl Standasd cirbtm

o Rewd Area
Ervtire Plate

4 Wore Ssttings
Shucs OF
Caliprate On
Cobymm Priority

Ne Flaidic

Specify up 1o four wavelengths to read. Sefect the AN chagk box to read all
wavelenging or type the specific wavtlength in the figid

Bigre information

Molecular Devices
22
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3) Plate Type

XEFANF SR AT LU FE 6-384 FLIR S BARMIAR A, A7 LA I RAL ST RF 2 384 FLIR, R
PSRN K AS, R TR P NI, W R PR

Category Semings Information
Wavelengths Plate Type Settings Endpoint
Plate Type 4 Absorbance
Bead Ares Plate Format | 26 Wells - Lmi 426
. 15 wells 4 Plats Type

PathCheck Select Specific S firbtm - 95 Well Standard cirbtm
Shake [T ppagque | 4 Resd Ares
: } EditPlate | | 24 Wells Blok MW Insert S
Speed Read — |48 Wells I o] Entire Plate
More Settings : e 3If Arez flat cirotm < M_TE SE._.mgg
Compound Transfer before Read siaif Area opague Sheke o0

96 Well Costar blk/clrbtm & b

96 Well Costar clear Column ooty

95 Well Fzlcon clear Mo Fluidic

96 Well Greiner blk/clrbtm

86 Well Greiner clear

86 Well MD HE PS5

ary includes entries for microplates i
standard dimensions. If you are uncertain which plate to sele
the Standard plate definition

More Information

ok || cancel
4) Read Area

AP RS S P A FLAZ AEANTBC REAT HE MR P Rlf LR B A 75 A K L, (EAS AT Bk
4R B PR

Category Settings Information
Wavelengths Read Area Settings Endpoint
Plate Type 96 Well 5tandard cirbtm 4 A:s:vb::ca
Lmi 426

Read Area

o & 3 e - & b AR o 4 Plate Type
PathCheck 96 Well Standard cirbtm
Shake 4 Read Arsa
Speed Read Enfire Plate

Meore Settings 4 Maore S=ttings

3 Shake Off
Compound Transfer before Read

Caliprate On
Calumn Priority
Mo Fluidic

You can choose to read an entire plate or a subset of wells. Use your mouse
to drag the pointer and select the wells to be read

Meore Information

o Cae)

5) PathCheck

ST e 3, BIRRE R FLBCR A5 21 10 SR 46 e IR UE 8 S 2 EURZIE S 1em Yot K
I PR R WA

Molecular Devices
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Category

Wavelengths
Plate Type
Read Area
PathCheck
Shake
Speed Read
More Settings

6) PMT and Optics

PathCheck Settings

[T] PathCheck

Compound Transfer before Read

Path Check normalizes your absorbance values to a 1 cm path length based
on the near-infrared absorbance of water.

More Information

Molecular Devices 400-820-3586

Settings Information

Endpoint
4 Absorbanca
Lmi 428
4 Plate Typs
96 Well Standard cirbtm
4 FRead Area
Entire Plate
4 More Sattings
Shake Off
Czlibrate On
Column Priority
No Fluidic

[ oc |[ concel

THFRIEHRIE(FL) . (L2 R IG(LUM). BFE 4y #8988 (TRF) Flkefmslk (FP) AR,
W B 2 RGN, “Integration Time® A& ML S A7 4546 0 AL AR FL_E 1)
WG ESR], YEREETE 1-1500ms 2 [8].

Category

‘Wavelengths

| PMT and Optics Settings

Settings Information

Endpoint

Plate Type 4 luminescence
Lmi Al
Read Arez Number of Reads: | 1 / 4 PMT and Optics
i Integration Time F ms Imegr_amn o
Shake Read From Top
More Settings Read From Bottom 5 4 Plate Typs
Compound Transfer before Read 50 =6.Well Standsrd drupm
75 4 Read Arza
100 Entire Plate
150 4 More Sattings
200 Shake OF
250 Czlibrate On
m Calumn Priarity
750 No Fluidic
1000
1250
1500
When not using the Automatic PMT setting, set the PMT gain to High for
dim samples or use a lower PMT gain for bright samples so that you can get
optimal PMT response without saturation.
More Information
ok || cencel

Molecular Devices
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7) TREF Setting

IAERS 8] 7y HEé o BB, Integration Delay 4 N KT ZEIR B 8], 7E Integration Time % A\ f
WU 8] 5

Category Settings Information
Wavelengths TRF Settings Endpoint
Plate Type —_— / 4 Time Resolved Fluorescence
ateTvp Integration Delay | 200 b f | ps Delay: 200 ps
Read Area r'd 8
i \ntezration Time @l : Integration: 1000 ps
TRF Settings s - = Ex, Auto Cutoff, Em
PMT and Optics Lmi 485, 515, 525
Shake 4 PMT and Optics

Maore Settings 50 Flashes/read

Compound Transfer before Read Read From Top

4 Plate Type

96 Well Standard cirbtm
4 Read Area

Entire Plate
4 More Ssttings

Shake Off

Calibrate On

Caolumn Priarity

No Fluidic
TRF measures fluorescence as a function of fime after excitation. You can set
& time delay before collecting data and the integration time of the
fluorescenca signal.
More Information
ok || Cancel

8) Shake

i Shake Ja Al LG FRIR - AR, A& 0-999 .

9) More settings:

‘Read order’ T 2 AN K AE [F] — S B0 AG I (1941 56 75 7. “Column Priority’ /& 48 & FL(&E 1)
Kl 7€ 2 AN K5 RS B R — AN HETAI . Wavelength Priority” /& 45— VCSE 56 FR & B BT AT
FLoE — AR 56 — MK TR — AN LT iR % N — MK 58 BT A L B3I T A KD
R 5E o

Category i
Wavelengths More Settings
Plate Type
Read Arsz [¥] catibrate
PathCheck Read Order
Sk [7] settling Time
Speed Read i Wavelength
More Settings

Compound Transfer before Read

For information on the available More Settings, click More Information.

Maore Information

Molecular Devices
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1) Timing

Molecular Devices 400-820-3586

52 SRR, B 5E e RO e T B MG n 7R )% . HE Timing )5 7] LUE
A2 0% € LS A “Total Run time” BV RN I [ BB (8] BA A “Intervel” B -l 55 2 ]
(VI TR B B A [ 2R 5 8 0 R RN i K (R BRI (RIS [R], AR A AR I T e e, i B o :

m‘—ml

ReadMode | Mo |

‘Wawelengths
Plate Type
Read Arza
Timing

Shake

Speed Read
Maore Settings
Compound Transfer before Read

LI

w & ¥ 4

ABS FL LuUmM TRF FP
Read Type O ( | @ &
Endpoint Kinetic Spectrum Well Scan Fiex
Category
Timing Settings

Total RunTime | 00 = 10 < 00 [,/
interval | 00 : 00 = 30 [§]
Minimum Interval when calibrating
Before first read only: ~ 0:23
Before each read: ~ 0:28

Number of Reads: 21

Single Point Read

Set fiming to a single point read for kinetic workflows that alternate
activities within o cycle. Example: Multitask kinetic assay with alternating
absorbance and fluorescence reads.

Enter a total run time and the interval between readings. To achiave the
shortest possible interval, choose wavelengths in ascending order.

More Information

v

Settings Information

4 Kinetic

Time: 10:00
Intervai: 0:30
Reads: 21

Min Interval: 0:23
4 Absorbance

Lmi 426
4 Plate Typs
96 Well Standard cirbtm
4 Read Arza
Entire Plate
4 More Settings
Shake Off
Czlibrate On
Column Pricrity
No Fluidic

Co o]

WSR2 S ORI 2 Y FE s ER, Ak Single Point
Read”, f5/NAIRREIIHEAT — kil Bl F AR, SRR 2t ZAE 4 VAR R HR o
St R M AT

Begin 1‘

Set Temperature
Incubator: On

Plate Chamber Set Point: 35 *C

Wait: On

- B

= - )
Cycle Read Delay
Cycles: & Plate: LUM-kinetic 00:10:00
Total Run Time: 04:00:00 Experiment: Multitask

Cycle Interval: 00:30:00

Molecular Devices

End

-

Read
Plate: FL-kinetic
Experiment: Multitask
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SR R P I A A S B M S T BAE AT I TR PR A2 24 o SR 1] (B B AR, 2 HH L5 B 4R
/I 4 ) 8 168 BB Al LRSS 00 A R R[] B Azt 22 2> 4L

Category

Wavelengths Timing Settings

Plate Type

Read Area /
Timing @ Interval | 00 - 00 - 17
Shake

Speed Read
Mare Settings

Total Run Time | 00 - 10 - 00 [ @]

Interval cannot be less than the minimurm.
Minimum Interval when calibrating
Compound Transfer before Read Before first read only: ~ 0:23

Before each read: ~ 0:28

Number of Reads: 36

Single Point Read

Set timing to o single point read for kinetic workflows that olternote
activities within o cycle. Example: Multitask kinetic assay with alternating
absarbance and fluorescence regds.

Enter a total run time and the interval between readings. To achieve the
shortest possible interval, choose wavelengths in ascending order.

Meore Information

3. KKEREEN

52 RUEME, ‘wavelength’ IBEEA AT DA, Toiotmlie. 0t sm AN 22 Aot
P a] DL HEAT AR B E

D BSR4 2 R A T

7E “start’ 1 stop” FRIHE H1 73 Jil SN S G B AR 26 1 AGr I A o 78 “step” AOHE R SEONAS I 112
[BI22AR, /oA Inm B4R, QT EBILUDGRICEBE T A B i a6

e
8% Settings ﬂ
e = — -
Read Mode | B | 2 ata LY -
EaN X 2 & )
ABS 58 Lum TRF
[ ]
Read Type @ 7 =
D o
Endpaint Kinerc Well so Fiex
Endpoint Kinetic Spectrum Well Scan
Category Serings Information
Settings Spectrum
Plate Type Start: 200 . nm ‘5:':”;;;(2
Poadpina " Stop: 1000
Shake stop: 1000 . nm Seap e
Speed Read 4 Plate Type
Mare Settings Step: 1 nm 95 Well Standard cirbtm
4 Read Area
Enfire Plate

4 WMore Settings
Shake Off
Calibrate On
Column Priarity

Choose a Start and a Stop wavelength and a wavelength step for each increment
between reads.

More Information

oo ) Comar ]

Molecular Devices
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UD EVICES

2) FotEmERN

AWSIEUR

a) TE PR B K (Excitation) 48 & 5 K (Emission)
BERSFEKLFALEEHEEKEKX.
b) SE RS (Emission) S 3UK # K (Excitation)
2 BUR AR E B 5B R K E N .

- "
- oo — s
Read Mode ‘_I,I [ 2 | sta
5l ( pas @
5 L I
ABS il LumM TRF
= Q Qo &
Endpaint Kinetic Spectrum Well Sean Flex
Category Setmings Information
Settings { Spectrum
Plate Type @ Ex Fixed/Em Sweep () Em Fixed/Ex Sweep i Hoar scence
Emission
Read Area G
PMT and Optics Excitation Cutoff Emission Stop: 750
Shake stsp: 20
More Settings 0 [l m [Pere e e c0 o Exciration: 350
Cutoff: Nane
4 PMT and Optics
stop: 750 [l om o

Stepe 10 nm

Type wavelength values in the field|s). Auto Cutoff sets cutoffs based on the emission
wavelength chosen for reading

More Information

5 Flashes/rezd
Read From Tao
4 Plate Type
96 Wall Standard clrbtm
4 Read Arza
Entire Plate
4 More Sattings
Shake Off
Calibrate On
Column Priority

o] G

4. Bil o
54 SR, 7E00% T Well Scan Setting’ FLI KT BEMBEE o bR LA AL, )

TH:

& Settings 2|
Read Mode I I.II | A ata |‘_
3
= il ] @
=4 v | )
ABS FL LumM TAF
e @ @ : @ | ‘
Endpoint Kineric Spectrum Well Scan (3=
Category Settings Information
Wavelenzths Well Scan Settings 4 Wellscan
Plate Type Patern: Fill
Read Arez Pt
PIMT and Oprics
el S e Horizontal Vartical Cross ill e
Shake Ex, Auto Cuteff, Em
WMore Setings Density: Lmi 485,515,525

Point Spacing 1.1
Points Per Well 3

Well Scan allows readings to be taken at mare than one location within a well. You can
specify the scanning pattarn and density

More Information

4 PMT and Optics
Auto
& Flzshas/read
Read From Top
4 Plats Typs
95 Well Standard cirbem
4 Raad Arza
Entire Piate
4 More Settings
Shake OF
Calibrate On
Wavalengtn Priarity

o o

Molecular Devices
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7E‘Pattern’ N, HOARPESLI6 7 BLE B AUR IR 71 3 AN, A 3 N, S AN SR 9 A
B 5 B i S A 0 B ) 18
AL E SE SR IR HEA N A B0 OKC BN, [RIBISCRY ST HONAS AR, 42 AR 1R ) 3

[
[L SRS RS SRRt

Read &, 1 K FiR~

. = —— -

Ll  Protocols  View  Operions  Worklow  Help

|
Read Append

- Idi New B 14 New Plat [ 3D ¥
g iae . 3 .ﬂ jews Experiment (@] New Plate % z @ ) oom [icopy & impore

=mp: 35 [, New Note [ New Graph Mask
FlexStation § Read Append || Settings Reduction Display Template [Tipaste gff Export
3 (Simulated) | 3 Delete Selection ]| New Cuvette Set @ Clone Plate Editor 3
| |
7% Untitled1 |
Document. | Comparison || Workflow |
Navigation Tree t@ < -
Expel I @ & A
4 I\ BasicEngpoint
> Settings Information
[, Intro B
. Platel wel
+ & Bp pariern: Fi
(] Prate1 ¥ 2 3 4 5 5 2 ] 9 0 1 12
[ standzrs s
[11] unknowns
[if] unk_pitution B
[} contrel i
|7 standarecurve
D
: ity
E
G
H
fion - 1Lml
Aversge
4

5. BREHFHM (Flex R3X)

FESEATI A b, AT LA SRR FROGFIAL 2 R R, 5 ' mAiR AT [1) 23 3% 5 s AN id H
R, R ER
-'E’:nf;:egilﬁgs

- — — e —
Read Mode | [ - l ,i ",
| il |....u-il| |,...-.:l |
ABS FL LUM
Read T £ '
" Q Q v
5 3 ) 2
Endpoint Kinetic Spectrum Well Scan Fiex
1

Molecular Devices
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MOLECULAR
DEVICES

&)

PICREM T PMT 1) sensitivity A% High. Medium. Low.

L Settings

Read Mode B [ |
COR i
ABS FL Lum

Read Type ® @ \g]

Endpoint Kinetic Spectrum Well Scan

Category
Wavelengths PMT and Optics Settings
pice e R r——
Read Araa i I
. Flashes per read Ui
PMT and Optics ety
Timing Lo

Manual

More Setings
Compound Transfer

7 Flex PLig ) 77 2R =C b, A& LA (Column) N Hifr, B

(KI5 J5 AT 58 IR, AR U T AR AR -

Molecular Devices 400-820-3586

Manual, #&iXI%EFA High,

[ 58 4 S AGL I 52 56— SR

TR SN A G G EAEAS I FE P AW, HIUE Flex REaAS I B 06 10 RIS, FEik

P FLAR ISR AU I i 230328 % i (1128 2 (clrbtm) o

&Y Settings
— P— —
Read Mode . | = ] 12
|25 ] {Ldl &1]
ABS FL Lum
Read Type (o
"0 © 0 ® v
% 5 ¢ g
Endpaoint Kinetc Spectrum Well 5can Flex
Category
Wavelengths Plate Type Settings
Plate Type
Read Area Plate Format |96 Welis -
PMT and Optics Select Specific |95 Well Standard ciratm
Timing 96 Well Standard cpague
Nices s Edit Platz 96 Well BD FluoroBlok MW Insert
e = —__| | 98 Well BD Optilux/Biocoat
Compound Transfer 5 “~| |96 Well Carning Half Area flat clrbtm
96 Well Corning Half Area opague
96 Well Costar blk/clrbtm -dis=— =
96 Well Costar clear
96 Well Falcon clear
96 Well Greiner blk/cirbtm
96 Well Greiner clear
96 Well MD HE PS
96 Well SpectraTest FL1 al

7t Category X3, WIRFTFEMBIEAE, 1L+ Compound Transfer, EFEFEWXEL (1-3 KD

TG Settings - = i - =]
Read Mode L—d:_;lj lLEilﬂ .l L!‘::'I @
ABS FL um
@ © g
Endpoint Kinetic Spectrum Well Scan Fiex
Category Settings Information

Wavelengths Compound Transfer

Plate Type No. of Compound Transfers m s
Read Arez 0
PIT and Oprics £y
= 2
Tirnin
= 3

More Setings
Compound Transfer <dp—

4 Piate Type

The Compound Transfer setrings let you define volumes for up to three transters.
However, you must keep in mind the actual maximum volume allowed in the wells you
2re using 25 you define the setings

More Information

Co e

Molecular Devices
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W Rk B MBS, W23 1E Category H H Bl Compound Source . Pipette Tips Layout

Compound&Tips Columns. Triturate %

1) Compound Transfer 24153 AN 50 B 5C 75 B IEN initial volume BVAS AR 45 FL 5 46
FEdn Clnguf) A%, B ule BB T b EAEL B R R 7 e R e e KA AR,
N KRGS, RN EMUARL. Pipette Height AMIENFEINFE EAG MR FLIS, a8 BT
ftesk (Tips) HIFARESFLKI B, —MAUE T LA initial volume 5 pipette volume FH /1
Z . Volume ALIEN pipette B2V IIIATIEL. Rate AMIEANNNFERIESE, <1 RS IIAEEE )

N 16UV, <2 RN INFEE LN 31ul/Fb . Time Point AMIENIIAFE R 18] 250 T2 78 SEit
B )5 RE i K AR IO, 55 — BN R T R Bk WOl BRI IR, Rl as
A i /NINFERS (8] minimum time. Time Point Zb3E A RS [E] 2 200K 55 e /N IR S 1]

Category

‘Wavelengths Compound Transfer ‘{

Plate Type No. of Compaund Transfers @

Read Area

PMT and Optics Initial Volume uL
Timing

Mare Settings '
Compound Transfer

Compound Source Pipette Height | 1pp WL

Pipette Tips Layout

Volume 25 uL
Compound & Tips Celumns
Triturate Rate 1 HLfsec
Time Paint 17 secs

Minirnum Time ~16  secs

[C] Leave tips on between columns

The Compeound Transfer settings let you define volumes for up to three transfers.
However, you must keep in mind the actual maximum velume allowed in the
wells you are using as you define the settings.

More Information

2) Compound source

U 73 AT AR % L 75 ZE AR AL S 1 29 O LR, AT e~ B v AR A S AN R AR

R

P—
&Y Settings

I g
B0 NEN M

ABS FL LUM
Read Type - L. | |
" Q &
253
Endpaint Kinetic Spactrum Well Scan Flex

Read Mode

Category

Wavelengths Compound Plate Type Settings

Plate Type

Read Area Compound Plate format |5

PMT and Optics Select Specific |Beckman 96 2.3mL

Timing Costar 96 opagque .3mL
Costar 95 |

More Settings Costar 95 \J.Dtm clea.r -3mL
Costar 96 Vbtm .3mL

Compound Transfer r'd Greiner 96 Vbtm .3mL

Compound Source Nunc 86 Vibtm clear .3mL
Pipatte Tips Layout Paolyfiltronics 96 2mL
Compound & Tips Celumns
Triturate

Molecular Devices
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3) Pipette tips layout
LR e 3600 48 X el R G Sk W DA TR0 ARSI, 7T FH b4 B R RR ke, — 4z

T SeRings
Read Mode | = ata
=q [ =)
® — =0
ABS FL LU
B O BN
D (o
Endpoint Kinetic Spectrum Well 5can Fiex
Category
Wavelengths Pipette Tips Column Layout Settings
Plate Type [#] Select all
Read Ares
PMT and Optics 11
Timing

Meore Settings

Compound Transfer
Compound Saurce

Pipette Tips Layout
Compound & Tigs Columns
Triturate

The Pipette Tips Layout settings display a column of tips in a 96-well {12 tips) or
384-well (24 tips) layout that matches the selection made in the Plate Type
settings for the assay plate

More Information

4) Compound & tips columns

WFE T (Tips) 7 HT-70 BeAG SR A F LS o e andr inee, s — %, JRAITATade 35658
JUSRESAE R, ReakFRee il N S8 — FUAS I M FLIR. (Assay Plate) Hrs Al FLAR U /& A
R, BT DT 1-12 51 (96 FLERD: Ak B, 53 BT R FL A AR OCHK,
A bR e e RIE TR H1 8L, A 7R AT LATE column T 47 22 SRAS 24 i 2% FH (AR Sk 1)

Category
Wavelengths Compound & Tips Columns

Plate Type Auto Populate

Read Area

PMT and Optics

Timing

Maore Settings

Compound Transfer

Compound Socurce

9 | 105 | 11y | 12; 8

Pipette Tips Layout
Compound & Tips Columns 1 5 3 9 [ 10c | 11c | 12c

Triturate

SRl T e

r-coded transfer is stacked on top of the previous transfer, with the
at the bottom representing the initial volume in the wells.

Mere Information

W PR, AT RORITIAC SR B, 5 R BT AR AL A AR RIBC, ) ] BAR S 4
Wik A 5%, SRJE1E compound column RS EEHUN B Ek AL 22, W R E PR,
BB SR R — S A WIS — B AR I LR . 24 0%, tmT DURE 7 sk Br i oK
LB E I — FIE IR ALAR

Molecular Devices
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Category

Wavelengths

Plate Type

Read Arez

PMT and Optics

Timing

Maore Settings

Compound Transfer
Compound Source

Pipette Tips Layout
Compound & Tips Columns

Triturate

5) Triturate

Molecular Devices 400-820-3586

Compound & Tips Columns

Auto Populate

EacR=--coded transfer is stacked on top of the previous transfer, with the

iz el &t the bottom representing the initial volume in the wells.
10c
11 Mere Information
12c

Flex farill 5 VR SRR, T8 IR R GUHETRIEAT R B IA RIS RIR S B . 7y
¢ compound source Al assay plate W #875, 735l N FH T A& VOB A AR (17 ) - Volume 3
NIRRT IR, cycles R MR IR EL, height FRIRTERT IR TE 510 7 W 1 FE R B AR S
L o AR A FH A0 25U Sl /o, 3 G DT R R A T B 00 L 1) 2 205 SR DA T 552 M e
iR, BB MDBETNRIGH E & E T BRI W E.

Category

Wavelengths

Plate Typa

Read Ares

PMT and Optics
Timing

More Settings
Compound Transfer
Compound Source
Pipette Tips Layout
Compound & Tips Columns
Triturate

Triturate

[] compound Source

Volume: [5g | pL

Cycles:

Cycles:

Height: | 31pp | WL

You can choose to triturate in either the compound source plate or the assay
plate, or both

More Information
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@MOLECULAR Molecular Devices
DEVICES

BRI AR E

R S o s (A DASE W B AR 20, R mT DA S 50 v B AR 4
WEM UL, 0] DR SR EAR AT A sh Gt b3 . RAFA spr #RUE
B RIBAREE AT ARAE, DUSFT T LB, AR 2 ®E O

B 65 il 1R 23 2HL 152 0 4T ] LAFE ‘Template” 71 56 %o

400-820-3586

’

"% Untitiedl

Height 14.6 mm

Shake OFf
RezaOrder Row

Snow Optimizer On
4 PMT and Optics

© Flashes/read

Read From Top

Reag Heignt 1.00 mm

Reduction Settings
Wavelength Combination - ILm1

Mk B AR X HE -
Select wells, and then add or select a group [or blank) and assign. @
Groups
Copy | l Paste ¥ | | Ciear View (@ Sample Name () Descriptor [ Add ] | Edit | | Delete |
1 ¥4 2 4 5 & Fi & g9 10 i1 12 4 Standards
Standards
A 4 Unknowns
Unknowns
= Unk_Dilution
e 4 Custom
Control
D
E
F
G
H
Assignment Options
Blanks
Plate Blank Sele 3 cS G =
o« | [ cancel |
— u
Molecular Devices
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@ MOLECULAR Molecular Devices 400-820-3586
DEVICES

S BRAR S e R, R EI T RERSL, gk TSR, KR5S Groups BEHHY
FHSE Rk TR AT 40, B0 dnvESh 4 Standards, FERAH REIFES Unknowns #H
RAEFEEERE S, Unk Dilution, XJHERES4L Control.

B Teraplate Editor x|

Selectwells, then add or select a group (or blank) and assign.

Groups

View (= Samplz Name ( Descriptor Add I Edit | Deletel

1 2 3 4 5 [ 7 B £} 10 11 12 = Standards
St 5
ElUnknowns
Unknowns
Unk_Dilution
ElCustom
Control

Assignment Options
Standards

Sample I(}l ﬂ

Plate Blank | .
Concentration | mg/mi
Group Rlank |
Assign | Series |

EBlanks

0K I Cancel

Print |

FARBE S TRINT B -

1. WEFKSHE(BLANK)

= HEN FIR A, kA AL Al & A2, 5 Blanks £ 1) Plate blank $%2%H ¥
5E Blank FLo 45 5% 4 P D) HLAth P 30000 &5 SR 45 B A FIBR AR (A1&A2 “FH{E) 45 R .
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@ MOLECULAR Molecular Devices 400-820-3586
DEVICES

Ll Template Editor e —————— ==

Select wells, and then add or select a group (or blank) and assign. @
Groups
Copy ||_ i I Clear View (@ Sample Name () Descriptor Add ||_; | I:___:
1 2 = 4 5 ] 7 8 g o 11 12 4 Standards
X i . § . : - " - : standards
i : 4 Unknowns
Unknowns
B Unk_Dilution
c 4 Custom
Control
D
E
F
G
H
Assignment Options
Blanks
' Plate Blank |
o] (onad

2. G EFRER S (Standards) &N BAR AR 2

A — R ORI L (R S O bRERE fR I, el SN TR T

B1/B2 # D1/D2, siii Groups F=H ] Standards, £iil7 Assign
Ll Termplate Editor s R

Select wells, and then add or select a group (or blank] and assign. @
Groups
Copy ] i_-'-':.'z.'—. i [ Clear View (@ Sample Name () Descriptor [ Add ] [ Edit I [ Delete ]
1 2 =+ 4 5 & 7 3 £ 10 11 12 4 Standards
L 4 Unknowns
Standards Unknowns
& & : Unk_Dilution
c a1 : 4 Custom
Control
D 0
E
=
e}
H
Assignment Options
Blanks Standards
Sample 01 -
Plate Blank 5 ——————
Concentration mg/ml
Group Blank
[ ox ][ cancel
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‘&’ BOLECULAE Molecular Devices 400-820-3586

Standard A5, SRS st atimiEz R o 5=me ) oo R R
[Hi] Series -

Define samples as a series in a templates. @

Series Layout

Start From Pattern of Replicates
@ [F ToptoBow
—‘ J 1 T ¥ - Direction 2 Well{s)
& Ll Bottom to Top ¥ - Direction 1 Weli{s}
2 [Fp] Left to Right

0 |g=: Rightto Left
|:| Rewverse Series Order

Sample Information

Starting Sample Name 01

[¥] Concentration

Starting Value 1 mg/mi

stepby [{ =] 2

[ ok || cancel |

‘Start from” H ‘Top to Bottom” , ‘Bottom to Top” , ‘Leftto Right’ , ‘Right to Left’
RRIZAWNFE R MIBAT7 MR d5HES . “Pattern of Replicates” Fon A X B Y #iE fL; A
#li% ‘Top to Bottom”, X fhi&E fL 2 />

Sample Information

Starting Sample Name ' 0l |

FonAIRFE N 5N Grol, LB N Gro2,
Gr03...

Concentration

Srarting Value i mg,/ i
Step by |4 = 2
£ PR NGE MR, ‘Starting value” RN FE

MR, AT LAYERE N IENAH N ${E . “Step by’ Fon A4 7 sRHHAT IR BERR S, BT R4z
MERTLERE ‘4. - *. /7, JEHHENTTDIEANTFEE, thuimikEe 1, 2, ik
B+, A 2.
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@) MOLECULAR Molecular Devices 400-820-3586
NSO EVICES

XHEHES T ‘OK” #ik, FIRISCRUT NE. ‘Plate” PR RH ‘Blank” FARHERE
‘Standard” FIFE T A5 ARSI 6 IR A

&L New Experiment [gg] New Plate
[, New Note New Gragh
3 Delete Selection []| New Cuverte Set

ﬂ Idle

M 30 [T Z00m
Mask
& Clone Piate

@ =

Semtings Reduction Display

[ Cony &, import

Template [Fipaste g Bxport
Eaitor

Controls and Status

4 JL BasicEndpaint

Settings Informatin
Intro
Endpoint
“ I pen 4 Absorbanca
Lm1 426
4 iz Type
[[f] unknowns b 56 Well Standard clrbtm
[{f] unk_piturion Haight 146 mm
[if] control “ i
| standardcurve Shake (O

ReadOrder Row
Show Optimizer On

Read Information
- 5 Spectrahax i3x

e tmciioo Saning: Simulated

Optical Density Start Read : 16:47 2016/10/19

Wavelzngth Combination Mean Temperature -

1763 944

Smallest standard value: 1542

Largest standard value: 1.568

Molecular Devices
-38-



& MOLECULAR Molecular Devices 400-820-3586
DEVICES

WIbRAE S H TR B EERBE SR, |TENNFINE LGP IRE, "EIEWNT, 18
e B Jeik$E ‘Descriptor’, W LME R MR RN, W07 EHE AL 0] B R bR
T"@EE@, IXEFFESRAESLH T /7 “Concentration” " -2l B Uk A

L Tempiate Eitor e ———————————— 2

Select wells, and then add or select a group (or blank) and assign. @

Groups

[ Copy ]! Paste ¥ | [ Clear l View () Sample Name @'Descnmor [ Add H Edit ][De:lene|

1 2 3 4 i & 7 8 g 10 11 12 4 Standards
m=m T 1 T T T
4 Unknowns

ndards. Unknowns
B | MRk, Unk_Dilution
4 Custom
Control

E

E

G

H
N

Assignment Options
Blanks Standards

Sample 02 * I

Plate Blank B —
Concentration  3.000 mg/mi

_ | [ ok |[ concer |

TN AR HES 2, fEAC L SR BIEFE Standards”, A5 ) SCRYEHE B os X 3R 7R 43
HAGE, TBAAEFEA bRAERE S B0 R A% 2 BUbR v S A I B4 s ¢ Value” 212 208 1 AG
TEAE, ‘Mean Value” 1) & A5 B4 ~F )48 .

4, Intre -
2§ Expr Exprl [T] standards i S T L | -
i Matel |'| iy
11| standards standards R =
'II] L'hkm‘_mf Sample  |Canc  [BackCaicCenc Jweis  [vakue ‘W—_ '171:5] ﬁjﬁﬂ_{li
1] unic_pitutian f T i uicden
= 0L 1000| 0.988 E:ll 0115 0.120/0.007) 5%
[l contral ] | 0356 012 [
tarderciCu. 02| o0s5oq 0.500 1| 0a3s 0.340|0.007| 18
Stordeeci ! |
1 | 1.567] 2 0.245] | !
03 0250 0.211] od| 0335 0380|0.007] 2]
0.178 pa|  osss|
Smallest sandard value: 0120 Ll
Largesu standard value: 0.350
Expil [f :| Unknewns .

Exptl dard i O O S
i P, 1 Standrs d & 4 N e Lg%

W25, xR R . A EEE FR
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‘@’MOLECULEE Molecular Devices 400-820-3586

Enter a formula. For assistance, enable Syntax Helper. @

|

Name

Colol

Comments

-

H -

Formula El Syntax Helper

Check Syntax__|
Data Display
‘ [ Numeric notation | i
() Significant Figures El 123.457
I @ Decimal Places 3
| [ ok ][ cancet |

‘Name” HIENZFHARM A, BITHE SRS 45 . ‘Formula” "IN 4 ol
RLFH Ao HeanZE1F BN 5 S L AT IIME H B R RS, BT LAE ‘Name” HHIE A Max,
‘Formula’ HIHE AN Max(Values). &5 1EHEA T/ ‘OK’ Ak, [F1F] ‘Standard” £%, 41°F
Bl :
R s

2 Q) Eaon
2] Pt

0250

BEppEeE

Gmaiest sianderd veles: 0120

Largesr manderd uskies QU360

[11] ks

T T
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‘&’ BOLECULEE Molecular Devices 400-820-3586

FEMERE T, % i} A PAERAG R T 2N — 25 0 45 58, W3Rk Pk AT B8Rt .

& o -

’g Furmula Editor i u
= — - s -

Enter a formula. For assistance, enable Syntax Helper. @
MName [] Hide Mame
Summaryl
Description
Comments

I Formula Syntax Helper
| -
|
Check Syntax l
| I
| Data Display
Sample
[ Numeric notation -
i) Significant Figures |3 123.457
! @ Decimal Places 3 |
[ ox || cancei |

‘Name” FIANZELM A, BIHE RS HRN4AT . v LUEFE RS ‘Hide Name’ .
‘Description” HIEAX1Z S 1A . ‘Formula” FIENZSEE TN H AN, HnERS
N HARE A R 0P R IME e N EL, AFKATIESA ‘Minimum’, ‘Formula’ 5
A Min(MeanValue), X&EHES N OK™ #iih. HEG0 T2

Molecular Devices
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Molecular Devices 400-820-3586

1] cartre
|1 Szsnderdtu..

Smas ransad value: 0110

Lapesr sanderd wakies D340

Euart T tinbemna iom i
ML IZ ATV AT A [R]— ZH B AT B T S AN R A
U SR B b AE 2 R AR A it A s, AR R R B B TR
‘Sections’ ' fiilfi ‘New Graph’, Wl K Fis:

Operations Worlkdflow Help
€ Idle @ P " B Wew Experiment (g New Plate
Temp: 35 °C @ [, New Note New Graphge—
FlexStation 4 Read Append i : d
3 (Simulated) 3§ Delets Selection [ New Cuvetre Set

Controls and Statu:

Molecular Devices
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& MOLECULAR Molecular Devices 400-820-3586
DEVICES

AR AU S W, XY, DUS 2Rl R, SO 2 A2 PR B SR A2 PR AE D RE,
NEFTR: ‘Graph Title RN L EIR AR, —iKET T LA 2 %4k
FEZXPIEHEST,  ‘Plot Name N Z A5 MM A FR, B DL EHEE T E H 25| N4
F.  ‘Available Group’ & T H 1 7 £, 1% 4 A Experiment H f¥]Standards 7 X-axis
A -axis AT LI T A2 06 B0 i 2 A AR AR A AR AR BT F FR s, 1 v e

Concentration Ff1MeanValue.

[# Plot Editor - Graphl S
Cefine one or more plots, select a data source for each, and set plot properties. @
Graph Title  Graphl
Plot List Plot Properties

Add Deiete Plot Name Plotl
= Awvailable Groups Data Input
< Exptl X-Axis
| Conc - |
Unknowns -
Unk_Dilution flxd | |
Control
Y-Axis
|Mean'ul‘alue = |
Error | No Error - |
Plot Attributes I
Symbol Style - o
Symbol Size - >
LiME | e—
[ ox || cancel
Flot Attributes

Symbol Style I [ ] vl
Eymbol Size I - "I
Line I_ vl

Set Color.. |.

QK I Cancel |

Pk 3 I A it s AR AN €
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@ MOLECULAR Molecular Devices 400-820-3586
UD EVICES

Plot List
Add I Deletal

Plotl =

TR ZEIPALAc N, FTLAZ CAdd. CFEZE TP INZL, % ‘Delete’ MR 1ZHT 4. A
BIP AU — 2 M2k XPIEHEA N COK N FE N :

407 B R A T HE AR A T B B mT DL 638 2 1 il 2380 5, 2 R BT, A3 H] ¢ Linear®
UG5 2, B B SR B ide FY 0L 75 2, A i 28 Pl AR AR 1 i 2k 400 45 280 2 S 1Y

Exptl StandardCurve [# & |category|a ~ | Fit|Linear : EE | A

StandardCurve

feanalus
i
=Y

-

13 0.1

Conc

® Std | Standards: MeanValue vs Conc ) Weighting: Fixed

Curve Fit Results &

Curve Fit : Linear V= A+ Bx

Parameter Estimated Value Std. Error Confidence Interval
sti] A 1.158 0.245 [0.525, 1.793]
RZ=0.241
B 0.712 0.565 [-0.728, 2.164]
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(o) SyaiteE

Molecular Devices 400-820-3586

3. ERAESR(Unknowns) HIREFERMITTEMERERKRE

A — FRANARFNIR FE IR AR LR T Rl iy, Sl NG, 3 PRl
A3 1 A4, riifi ‘Groups FEHFISEIRIEH ‘Unkonwns’, siili ‘Assign’:

— = = Ny
(] Template Editor :- I - L - ﬁ
Select wells, and then add or select a group (or blank) and assign. @
Groups
Copy | - View (@ Sample Name () Descriptor | Add |[ Edit H[)ejete]
1 2 3 4 5 & 7 2 9 10 11 12 4 Standards
T " Standards
PBlank_ Unknowns
|
5 Standards
i e Unk_Dilution
i 0z 0z 4 Custom
Control
D 03 3
E
G
H
Assignment Options
Blanks Unknowns |
Sample 01 -
Flate Blank
Group Blank |
Print ok || cancel
L — = = —— — —
=14 Series —
[l i i AT E N B s :
|ai]| Series — M
Define samples as a series in a template. @
Series Layout
Start From Pattern of Replicates
> ¥ Topto Bow
‘& Top o Bortom X - Direction 1 Well(s) "
© | & | Bottom toTop Y - Direction 1 Wells) '
L]
@ (S| Leftto Right
) |¢=i Rightto Left
D Rewverse Series Order
Sample Information
Starting Sample Name .01
[ ok ][ cance

Molecular Devices
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LSS, Pattern of replicates’ W& N 1, s OK, AJHZ

4 [\ Basictndpain
(&, intro
4 Leot
(i Prate1
Standards

(i Plate2

] unk_itution

(1] contral

StandzrdCurve

Resd Informesicn
SpecIEtE WS

Simdutar

Soam Aead : 1325 2002-1-28
Trmnarybenn St Enind -

Reduction Settings
Optical Density
Wavelengeh Combination - 1Lm1

Unknowns e @ o 4

Unknowns.

o o lov | |
| o a3[ -os0s] Rl 14001  14001/0000] 00
L oof el 2s06] Rl 587  -ssmfocoo] 09

- Outside standard range

TEZRMET, ‘Values KoM MIE,  Result’ s R4 b i 1h 28 37 ANAS A BT 73 21 1R B
I ‘Range? Foni Hyu .
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@ MOLECULAR Molecular Devices 400-820-3586
DEVICES

WG| H bR 2R 2 AR, M gh R & e . B o 25| 2k v DA% T b
B Wi unknown® 20 NTHIAY ‘Result’ 441, 2 H BT X IEHAE:

[ — = N
§i Formula Editor - Iﬁ
Enter a formula. For assistance, emnable Syntax Helper. @

MName
Result
Comments
4| Formula [] syntax Helper
InterpX(Std@sStandardCurve Walue) -
i |
|
Check Synitax
Data Display
Samples
[Numer]c notation v]
x | ]
! Significant Figures 3 123 457
@ Decimal Places 3
[ ok || cancer |

XAEHMERTPATE ‘Formula® FHIZmEEAF0: interpx (Std@StandardCurve, Value)
NAEEZE: 8 ‘Unknown’ ) “Value’ {H747 A StandardCurve’ 41 R Std Frif dh 2k
B, MR X E. XEFEELHSMLMAT: mRMEL T2 plotl, XML
T Graphl Fifl. WAHRI A2  interpx (plotl @Graphl,Value)

N K 5 ¥iEZS W {(Formula Reference Guide).
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